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Diameter: (Zhu et al. 2020) - “Electron micrographs of negative-stained 2019-nCoV particles were
generally spherical with some pleomorphism (Eigure 3). Diameter varied from about 60 to 140 nm."
Volume- Using diameter and assuming the virus is a sphere
Mass: Using the volume and a density of ~ 1 g per mL
Number of surface spikes trimers: (Neuman et al. 20 “Our model predicts ~90 spikes per
particle.”

: (Zhu et al. 2020) - “ Virus particles had quite distinctive spikes,
about 9 to 12 nm, and gave virions the appearance of a solar corona.”

: (Walls et al. 2020) - Walls et al. reports K, of =1 nM for the binding
domain in Table 1 using Biolayer interferometry with k,, of =1.5x10° M s and kg of =1.6x10*s™.
(Wrapp et al. 2020) - Wrapp et al. reports K, of =15 nM for the spike (Fig.3) and =35 nM for the
binding domain (Fig.4) using surface plasmon resonance with k,, of =1.9x10° M" s™ and k; of
=2.8x107 s” for the spike and k,, of =1.4x10° M" s™ and k, of =4.7x10° s for the binding domain.
The main disagreement between the studies seems to be on the k.

Membrane (M: 222 aa): (Neuman et al. 2011) - “Using the M spacing data for each virus (Eig.6C),
this would give ~1100 M2 molecules per average SARS-CoV, MHV and FCoV particle”
Envelope (E: 75 aa): (Godet et al. 1992) - “Based on the estimated molar ratio and assuming that
coronavirions bear 100 (Roseto et al, 1982) to 200 spikes, each composed of 3 S molecules
(Delmas and Laude, 1990) it can be inferred that approximately 15- 30 copies of ORF4 protein are
incorporated into TGEV virions (Purdue strain).”

Nucleoprotein (364 aa): (Neuman et al. 2011) - “Estimated ratios of M to N protein in purified
coronaviruses range from about 3M:1N (Cavanagh. 1983, EsqusﬁLaL_ZQ_O_m) to TM: 1N (Hogue and
Brian, 1986, Liu and Inglis. 1991), giving 730-2200 N molecules per virion.”
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Type: (ViralZone) +ssRNA “Monopartite, linear ssRNA(+) genome”
Genome length: (Wu et al. 2020) - Figure 2
Number of genes: (Wu et al. 2020) - “SARS-CoV-2 genome has 10 open reading frames (Eig. 2A)." or
Wu et al. 2020) - "The 2019-nCoV genome was annotated to possess 14 ORFs encoding 27
proteins".

: (Wu et al. 2020) -"By aligning with the amino acid sequence of SARS PP1ab
and analyzing the characteristics of restriction cleavage sites recognized by 3CLpro and PLpro, we
speculated 14 specific proteolytic sites of 3CLpro and PLpro in SARS-CoV-2 PP1ab (Eig. 2B). PLpro
cleaves three sites at 181-182, 818-819, and 2763-2764 at the N-terminus and 3CLpro cuts at the
other 11 sites at the C-terminus, and forming 15 non-structural proteins.”

Evolution rate: (Koyama et al. 2020) - “Mutation rates estimated for SARS, MERS, and 0C43 show a
large range, covering a span of 0.27 to 2.38 substitutions x10-3 / site / year (10-16).” Recent
unpublished evidence also suggest this rate is of the same order of magnitude in SARS-CoV-2.
Mutation rate: (Sanjuan et al. 2010) - “Murine hepatitis virus ... Therefore, the corrected estimate of
the mutation rate is y,,, = 1.9x10° / 0.55 = 3.5 x 10°.”

48 4l salall 4l 4;,‘
Genome similarity: For all species except pangolin: (Wu_ et al. 2020) - “After phylogenetic analysis

and sequence alignment of 23 coronaviruses from various species. We found three coronaviruses
from bat (96%, 88% and 88% for Bat-Cov RaTG13, bat-SL-CoVZXC12 and bat-SL-CoVZC45,
respectively) have the highest genome sequence identity to SARS-CoV-2 (Eig._1A). Moreover, as
shown in FEig. 1B, Bat-Cov RaTG13 exhibited the closest linkage with SARS-CoV-2. These
phylogenetic evidences suggest that SARS-CoV-2 may be evolved from bat CoVs, especially
RaTG13. Among all coronaviruses from human, SARS-CoV (80%) exhibited the highest genome
sequence identity to SARS-CoV-2. And MERS/isolate NL13845 also has 50% identity with

SARS-CoV-2." For pangolin: (Zhang et al. 2020) - Figure 3
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Virion entry into cell: (Schneider et al. 2012) - “Previous experiments had revealed that virus is
internalized within 15 min” and (Ng et al. 2003) - “Within the first 10 min, some virus particles were
internalised into vacuoles (arrow) that were just below the plasma membrane surface (Fig. 2,
arrows). ... The observation at 15 min postinfection (p.i.), did not differ much from 10 min p.i. (Fig.
4a)"
Eclipse period: (Schneider et al. 2012) - “SARS-CoV replication cycle from adsorption to release of
infectious progeny takes about 7 to 8 h (data not shown).” and (Harcourt et al. 2020) - Figure 4
shows virions are released after 12-36 hrs but because this is multi-step growth this represents an
upper bound for the replication cycle.
Burst size: (Hirano et al. 1976) - “The average per-cell yield of active virus was estimated to be
about 6-7x 107 plaque-forming units.” This data is for MHV, more research is needed to verify
these values for SARS-CoV-2.
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Type: (Shieh et al. 2005) - “/Immunohistochemical and in situ hybridization assays demonstrated
evidence of SARS-associated coronavirus (SARS-CoV) infection in various respiratory epithelial cells,
predominantly type Il pneumocytes, and in alveolar macrophages in the lung.” and (Walls et a
2020) - “SARS-CoV-2 uses ACE2 to enter target cells” and (Rockx et al. 2020) - “In
SARS-CoV-2-infected macaques, virus was excreted from nose and throat in absence of clinical
signs, and detected in type | and Il pneumocytes in foci of diffuse alveolar damage and mucous
glands of the nasal cavity...In the upper respiratory tract, there was focal 5 or locally extensive
SARS-CoV-2 antigen expression in epithelial cells of mucous glands in the nasal cavity (septum or
concha) of all four macaques, without any associated histological lesions (fig. 21)."
Type | and Type Il pneumocyte and alveolar macrophage cell number: (Crapo et al. 1982) - Table 4
and (Stone et al. 1992) - Table 5
Epithelial cells in mucous gland cell number and volume: (ICRP 1975) - surface area of nasal
cavity, (Tos & Mogensen. 1976) and (Tos & Mogensen, 1977) - mucous gland density,

oy Bty iy gl 5 AN mlau e dsm el (il 12 Gl Jadl 3yl - ACE2
_SARS-CoV-2

Oftsr Jlati o s 53 ol s oy 5 iyl Lie 12 oWtal e cypud) 233 -TMPRSS2
ey med 84S i) ateliinly jeeaia ai N ACE2 = 4kali ) aay (ge Cilan gl A5 das 5 5udll Al
Al LAY 23 g I s 38 DNA Jad (e Bin 85 0

shs 50 il (5 s (3585 ) i R g saldl e g slal w54 11 052l - Nasopharynx
il ) oy s

s
i 3l e 0 L 2 el am 883 e s " ) s 30 ex el o il A a
70 Ja) e ) e J o Ml Al Y

okl (3 yka g iy il (1a 3y 3all

55l 3 8 5"Ansl B il (R (Hlaa oA L

Dadaa) s Cliah ad s e pdle s G sl Alad) EYWY e Jaa % Ry ‘;.,.L..J\I\ Bt
225 Y (sf) badld i pad Adlaial gl ¢S Lexie coligll e 5 Sl Jal pall (I A (G jia 8
ot G O (alAEY) ae e AHEN ) L8 jaad A Cua AadU daile s ol A0 2 o ) (Gelie agld
ALY AT I e e s ) (Seall (e Ry I i agaa JSU 5 Les agasali (A el 230 e cla g
a3 (R,) Jill RY L oy sl L ale dmplall delidll 5 20050 el o) Gl 3 Ry anll Gassy
o3 o A Gans Bins lall) (sl maay of i Wl 32e 50 R, = Ry Ay el ) ol Jy el
Al JS (s agdi o 135 agad) (e s sandly ALYl B 58" G eand (5 52ed) (e Al Bac Bale Lgady "S5 5"
ol 230 e a5 AV ale il (e Lgale Jsand) @ GGl cV e (A i) asead olasdl)
e zisall s ofy Lo AlaSe e clagmdll oY 155 Gl sl el pal e VL Gnbad
Yoeelly e s dle lgie il sl o h S 0 pre s dllia () 5 Ailiaall 81 pall oy Sl Cibisia
8 IS a5l RNA il i e Gal it (o 35 sall GOV 3 503 Judadl Jana ol Jans il o 5
Ol e Sy gl o) ek am aa) 5 g el T Bad A e (gl gel (e sl (e b RiSI
oo lidy il A RNA of o el e ((ECDC 2020) 33 (il sel pgodd <€ ol
VI3 Aailadl Chon gl S 5l il il Y ame aladid 3 3l A5 ) 13 ety (Ll g 5l
A G sl e Apaedl) 5 A5alSH < fll 8Ll el € alaiBU @ il adgd Aladdl) cilay j gl 8 S
AN Gl (5 saall BRI gl s o ey o D Liaad i

400 l) ilan g il 9 u g il RNA ) Gal oo G 50 L

RNA € maad g 2ailal cullld) aaf ddbiad)) ol (o el LS e joai g il g padll (andl addiy
Jubeiall 3 sad sl Jels Jaia Gish o (prld) Jia) Zpjopm o (RALSAN whau) Jie) B A (B asndll
Y il RNA sas Al (8 syl RNAD s 220 43kl 038 Gui (RT-QPCR) ouSal) gl
i 38 (il san G e 1) AR e s il 05 o S Raah g b asas 3 mall i
) "zl Laas 3 %50 e " Sole o siall) Guy cdpand) sy il A ) Ay iy sl G Lela
sl e Adlida 381 ulual)l LAY (a5 i cddlinh Gl sl TCIDgy it ey L(TCIDg,
a2 Lo Y1 5 A g ol 3l L im pally (B oty il (530 58 i Aasdla i (a
RNA Gl e aaiad ) bl pal) sledf 138 jud) 85 RT-GPCR bl g 50 B8 058 of ) TCID,
e S Jshl @l il mlaul) e s il RNA el i<l e (Moriarty et al. 2020 il 3
2l 138 a5 agall (30 (van Doremalen et al. 2020) (il TCIDg, 48k e adiad Al <l jall
RNA (s 4 (5 58 g3 5l (8 JUall s (e eibin 5 il aaS Jsa i) i vie e ) (pe (8
¢ il gl (o el Ay celld a5 (We et al. 2020) sladdl JL'Ie\_Ij Baal (ay pall ) ilise (B g i)
TCIDgy ~ 0.7ball s e ¢ailal) sl 3l Aailly (5 5380 Y (5355 o (S i il (a3 s Ao n
.(Couch et al. 1966) &l o3g] | suia a3l Gl Coai Ala 44IS LS &

el i gall Jand 5 (52 yally i Biall < gal Jama oy G0 L
) Al e cileas s 38 Laa ¢ Al (he daadl e nadl il gl s llaY) Jsa dualall Clelasy) Ghs
el o S Ja i L ) A g lal Fan ) il Sl oo gl 8 o ¢f Lo sk s elogll B8 ol e s
Jana 5a Lgie ¢ 3V & (1 Al il aal L gl Jane a (ia el 3281 L8 g SV Guliall | oS il
Glisy dadfall eVl lea) (e il 4 585 «(CFR jcase fatality rate) oaalh opadiall & sall
gt Jal g2l o el S35 770 (MmN 70.3 0 cdasalas jaS JS0 dabisall Glall) L aie (il CFR
e 15 DA Lpaaliad  hlaal saly 3y Adadi sl A pesal s sbaall s leall Caliss Y CFR e
dglle (a3 Lemaal) Ao ) alais 5085 (Sl jae Janas il i (JAd) Qo o Clladinal
Ol 3y gell de Y15 il ial sl Jio Gusk Gals a5 ageal SARS-COV-2 (0 05ise il gl
¥l yaat ) dai e Jlall Jys e CFR a5 (8 aill Juial L @llis (China CDC 2020)
Ugh ellin 5 Lesale o3 4ali e CFR a3 Al ) 5o 1385 (OLEAY) 8 i) 5ad SiSY)
o3 gmast e Jin elysll sk o 8 CFR e (o Qi Y s 8 Laa sl 5 ol s 1) seda (o e
O sin gl Al Gl e @ Al e aadl Gand L Y Cus ALiS 5 5m CFR had Y cJdlall
) Cmall sl Jane cansy s ol Gad JS sl Jlain) b Aallall ) e CFR 0l ¢ il s L al e
infection fatality rate

Baliadll plualll A gl A and Gib oo pbadll GaladB JeaY) aall 8 &y Losde (IFR
bjcu\_ur,;ml\DAAQSJ?LJ}L“JINA@L\SW\;.L\;LNQL‘MOLSU‘AUJ Ol Basas il S5 el g yall
Oslall a1 el gall L) (3 pha e L 3l 5 Al Al iy e gena I ¢ fiald) Ty A (ol 5 (3l
e ¥ e 5 A Ay ) ale z3lai By sk e Sl o(Verity et al. 2020) A Gl e a s Y
Adiial) sl 05 G Al Aaad ) o3a a5 (L et al. 2020) 48 sl

£yl el 2y Lol 55080 g La
I I 330 Byan Fysach AL Y A8 i o3 51 Lad s i) L) 350 (fiege (e llia
Clag @w;).-q SIS e A (S sapaal) g il 1) a0t S e A3 S Laidh u_m
@w AR i A ARD 20 il gl IS Gy o(alill) L0 ot A Gl s (lytic) duldail
Julas 3k e mu SARS-COV-2. (U Y "yl 5,0l Sole el oy 13 Lo 3l sasaal) u\“, J_nn
WSl J1 o Y " oladil" a5a g 2o e pe ) e (Park et al. 2020) saiwall ae il Gisb e Ji Aia))
o Rl 5,8l el 550 JLSY gl G ) Baa)y e A3 Lead A Gl i de Jakh
Gob llia Aau) Aadi) iyl Ge sl o3 Gl Ble el bl Al GUAY G 5d) Al anal
03] ml) sl 52 55 5laa" gt il el o2iieds Alnuagl 5 aSLl Ay yLall (15 (el o3 il Adide
Ga nS 23 LA Gl sk ge sale dlly Gad g L Baaly g 550 Gigas e U a A8 L)
sl s o Gl il 2 8l (s saall A ol 5 Y L5 s saally s IS s g cls )
o8 A o ol ) 48 iy g3 B ) i (Kay ((SARS-COV-2 J (3 0 ) g sme DAY Y



https://ar.wikipedia.org/wiki/%D8%A8%D9%84%D8%B9%D9%88%D9%85
https://ar.wikipedia.org/wiki/%D8%AC%D9%88%D9%81_%D8%A7%D9%84%D8%A3%D9%86%D9%81
https://ar.wikipedia.org/wiki/%D8%AD%D9%86%D9%83_%D8%B1%D8%AE%D9%88
https://www.ecdc.europa.eu/en/publications-data/novel-coronavirus-sars-cov-2-discharge-criteria-confirmed-covid-19-cases
https://www.ecdc.europa.eu/en/publications-data/novel-coronavirus-sars-cov-2-discharge-criteria-confirmed-covid-19-cases
https://www.ecdc.europa.eu/en/publications-data/novel-coronavirus-sars-cov-2-discharge-criteria-confirmed-covid-19-cases
http://dx.doi.org/10.15585/mmwr.mm6912e3
http://dx.doi.org/10.15585/mmwr.mm6912e3
http://dx.doi.org/10.15585/mmwr.mm6912e3
https://doi.org/10.1056/NEJMc2004973
https://doi.org/10.1056/NEJMc2004973
https://doi.org/10.1056/NEJMc2004973
https://doi.org/10.1016/S2468-1253(20)30083-2
https://doi.org/10.1016/S2468-1253(20)30083-2
https://doi.org/10.1016/S2468-1253(20)30083-2
https://www.ncbi.nlm.nih.gov/pubmed/5920335
https://www.ncbi.nlm.nih.gov/pubmed/5920335
http://weekly.chinacdc.cn/en/article/id/e53946e2-c6c4-41e9-9a9b-fea8db1a8f51
http://weekly.chinacdc.cn/en/article/id/e53946e2-c6c4-41e9-9a9b-fea8db1a8f51
http://weekly.chinacdc.cn/en/article/id/e53946e2-c6c4-41e9-9a9b-fea8db1a8f51
https://doi.org/10.1101/2020.03.09.20033357
https://doi.org/10.1101/2020.03.09.20033357
https://doi.org/10.1101/2020.03.09.20033357
https://doi.org/10.1126/science.abb3221
https://doi.org/10.1126/science.abb3221
https://doi.org/10.1126/science.abb3221
https://www.ncbi.nlm.nih.gov/pubmed/32080990
https://www.ncbi.nlm.nih.gov/pubmed/32080990
https://www.ncbi.nlm.nih.gov/pubmed/32080990
https://doi.org/10.1056/NEJMoa2001017
https://www.nejm.org/doi/full/10.1056/NEJMoa2001017#
https://doi.org/10.1016/j.jsb.2010.11.021
https://doi.org/10.1056/NEJMoa2001017
https://www.sciencedirect.com/science/article/pii/S0092867420302622#tbl1
https://doi.org/10.1126/science.abb2507
https://doi.org/10.1016/j.jsb.2010.11.021
https://www-sciencedirect-com.ezproxy.weizmann.ac.il/science/article/pii/S1047847710003588?via%3Dihub#f0030
https://doi.org/10.1016/0042-6822(92)90521-p
https://doi.org/10.1016/j.jsb.2010.11.021
https://www-sciencedirect-com.ezproxy.weizmann.ac.il/science/article/pii/S1047847710003588?via%3Dihub#b0040
https://www-sciencedirect-com.ezproxy.weizmann.ac.il/science/article/pii/S1047847710003588?via%3Dihub#b0070
https://www-sciencedirect-com.ezproxy.weizmann.ac.il/science/article/pii/S1047847710003588?via%3Dihub#b0115
https://www-sciencedirect-com.ezproxy.weizmann.ac.il/science/article/pii/S1047847710003588?via%3Dihub#b0115
https://www-sciencedirect-com.ezproxy.weizmann.ac.il/science/article/pii/S1047847710003588?via%3Dihub#b0170
https://viralzone.expasy.org/764?outline=all_by_species
https://viralzone.expasy.org/by_protein/245
https://doi.org/10.1016/j.apsb.2020.02.008
https://doi.org/10.1016/j.apsb.2020.02.008
https://www-sciencedirect-com.ezproxy.weizmann.ac.il/science/article/pii/S2211383520302999#fig2
https://doi.org/10.1016/j.chom.2020.02.001
https://doi.org/10.1016/j.apsb.2020.02.008
https://www-sciencedirect-com.ezproxy.weizmann.ac.il/science/article/pii/S2211383520302999#fig2
http://dx.doi.org/10.2471/BLT.20.253591
http://dx.doi.org/10.2471/BLT.20.253591
http://virological.org/t/phylodynamic-analysis-176-genomes-6-mar-2020/356
https://doi.org/10.1128/JVI.00694-10
https://doi.org/10.1016/j.apsb.2020.02.008
https://www-sciencedirect-com.ezproxy.weizmann.ac.il/science/article/pii/S2211383520302999?via%3Dihub#fig1
https://www-sciencedirect-com.ezproxy.weizmann.ac.il/science/article/pii/S2211383520302999?via%3Dihub#fig1
https://doi.org/10.1016/j.cub.2020.03.022
https://doi.org/10.1128/JVI.01001-12
https://www.ncbi.nlm.nih.gov/pubmed/12966536
https://www.ncbi.nlm.nih.gov/pubmed/12966536
https://www.ncbi.nlm.nih.gov/pubmed/12966536
https://doi.org/10.1128/JVI.01001-12
https://doi.org/10.1101/2020.03.02.972935
https://onlinelibrary.wiley.com/doi/abs/10.1111/j.1348-0421.1976.tb00978.x
https://doi.org/10.1016/j.humpath.2004.11.006
https://www-sciencedirect-com.ezproxy.weizmann.ac.il/topics/medicine-and-dentistry/in-situ-hybridization
https://www-sciencedirect-com.ezproxy.weizmann.ac.il/topics/medicine-and-dentistry/sars-coronavirus
https://www-sciencedirect-com.ezproxy.weizmann.ac.il/topics/medicine-and-dentistry/alveolar-macrophage
https://www.sciencedirect.com/science/article/pii/S0092867420302622#tbl1
https://www.sciencedirect.com/science/article/pii/S0092867420302622#tbl1
https://doi.org/10.1101/2020.03.17.995639
https://www.ncbi.nlm.nih.gov/pubmed/7074238
https://www.ncbi.nlm.nih.gov/pubmed/1540387
https://www.icrp.org/publication.asp?id=ICRP%20Publication%2023
https://doi.org/10.1007/BF00453608
https://doi.org/10.1007/BF00455856

(Widdicombe 2019) - mucous gland volume, (Ordofiez et al. 2001) and (Mercer et al, 1994) -
mucous cell volume. We divide the mucous gland volume by the mucous cell volume to arrive at
the total number of mucous cells in a mucous gland. We multiply the surface density of mucous
glands by the surface area of the nasal cavity to arrive at the total number of mucous glands, and
then multiply the total number of mucous glands by the number of mucous cells per mucous
gland.

Type |l pneumocyte volume: (Fehrenbach et al. 1995) - “Morphometry revealed that although
inter-individual variation due to some oedematous swelling was present, the cells were in a normal
size range as indicated by an estimated mean volume of 763 + 64 um*"

Alveolar macrophage volume: (Crapo et al. 1982) - “Alveolar macrophages were found to be the

largest cell in the populations studied, having a mean volume of 2,491 ym®"

S5
Nasopharynx, Throat, Stool, and Sputum: (Woelfel et al. 2020) - Figure 2. and (Kim et al. 2020) -
Figure 1 and (Pan et al. 2020) - Figure. We took the maximal viral load for each patient in
nasopharyngeal swabs, throat swabs, stool or in sputum.
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(Zhao et al. 2020) - “The seroconversion sequentially appeared for Ab, IgM and then IgG, with a
median time of 11, 12 and 14 days, respectively” and (To et al. 2020) - “For 16 patients with serum
samples available 14 days or longer after symptom onset, rates of seropositivity were 94% for
anti-NP 1gG (n=15), 88% for anti-NP IgM (n=14), 100% for anti-RBD IgG (n=16), and 94% for anti-RBD
IgM (n=15)"
Maintenance of antibody response to virus: (Wu et al. 2007) - “Among 176 patients who had had
severe acute respiratory syndrome (SARS), SARS-specific antibodies were maintained for an
average of 2 years, and significant reduction of immunoglobulin G-positive percentage and titers
occurred in the third year.”
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Half life on surfaces: (van Doremalen et al. 2020) - For half-lives we use Supplementary Table 1.
For time to decay from ~10* to ~10 TCID4/L" air or mL" medium, we use the first time titer
reached detection limit in Figure 1A for surfaces. For aerosols, we use ten half-life values
(1000-fold decrease from 10* to 10, meaning 10 halvings of concentration) from Supplementary
Table 1. More studies are urgently needed to clarify the implications of virion stability on the
probability of infection from aerosols or surfaces.
RNA stability on surfaces: (Moriarty et al. 2020) - “SARS-CoV-2 RNA was identified on a variety of
surfaces in cabins of both symptomatic and asymptomatic infected passengers up to 17 days after
cabins were vacated on the Diamond Princess but before disinfection procedures had been
conducted (Takuya Yamagishi, National Institute of Infectious Diseases, personal communication,
2020)."
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Basic reproductive number, R;: (Li et al. 2020) - “Our median estimate of the effective reproductive
number, Re—equivalent to the basic reproductive number (R0) at the beginning of the epidemic—is
2.38 (95% Cl: 2.04-2.77)" and (Park et al. 2020) - “Our estimated RO from the pooled distribution
has a median of 2.9 (95% Cl: 2.1-4.5).”
Latent period (from infection to being able to transmit): (Li et al. 2020) - "In addition, the median
estimates for the latent and infectious periods are approximately 3.69 and 3.48 days,
respectively.” and Table 1 and (He et al. 2020) - We use the time it takes the infectiousness to
reach half its peak, which happens two days before symptom onset based on Figure 1b. As
symptoms arise after 5 days (see incubation perlod) this means the latent period is about 3 days.

- “The median incubation
period was estimated to be 5.1 days (95% Cl, 4. 5 to 5.8 days), and 97.5% of those who develop
symptoms will do so within 11.5 days (CI, 8.2 to 15.6 days) of infection. These estimates imply that,
under conservative assumptions, 107 out of every 10 000 cases (99th percentile, 482) will develop
symptoms after 14 days of active monitoring or quarantine.” and (Li et al. 2020) - “The mean
incubation period was 5.2 days (95% confidence interval [Cl], 4.1 to 7.0), with the 95th percentile of
the distribution at12.5 days,"

: (Li et al. 2020) - "In addition, the median
estimates for the latent and infectious periods are approx:mately 3.69 and 3.48 days, respectively.”
and Table 1 and (He et al. 2020) - We quantify the interval between half the maximal
infectiousness from the infectiousness profile in Figure 1b.

Disease duration: (WHO 2020) - “Using available preliminary data, the median time from onset to
clinical recovery for mild cases is approximately 2 weeks and is 3-6 weeks for patients with severe
or critical disease”

Time until diagnosis: (Xu et al. 2020) - We used data on cases with known symptom onset and
case confirmation dates and calculated the median time delay between these two dates.

Case Fatality Rate: (ECDC geographic distribution of cases from 29/03/2020) - We use data from
all countries with more than 50 death cases and calculate the uncorrected raw Case Fatality Rate
for each country. The range represents the lowest and highest rates observed.

Infected Fatality Rate: (Verity et al. 2020) - “We obtain an overall IFR estimate for China of 0.66%
(0.39%,1.33%)” and (Eerguson et al. 2020) - “The IFR estimates from Verity et al.12 have been
adjusted to account for a non-uniform attack rate giving an overall IFR of 0.9% (95% credible interval
0.4%-1.4%).”
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